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Table 1. Names of selected genotypes for cytogenetic study and their breeding status

G55 el T L $3Fa Conds
Genotypes No.  Genotype code  Origin  Breeding status

1 100 Iran Evaluated at tea research station, Khalsar, Langerood

2 468 Iran Being evaluated in tea research station, Fajr, Lahijan

3 399 Iran Being evaluated in tea research station, Feshalam Fouman
4 277 Iran Being evaluated in tea research station, Feshalam Fouman
5 581 Iran Evaluated at tea research station,Fajr Lahijan

6 578 Iran Evaluated at tea research station, Fajr Lahijan

7 2021 Iran Evaluated at tea research station, Fajr Lahijan

8 416 Iran Evaluated at tea research station, Fajr Lahijan

9 591 Iran Evaluated at tea research station, Fajr Lahijan

10 440 Iran Evaluated at tea research station, Fajr Lahijan

11 444 Iran Evaluated at tea research station, Fajr Lahijan

12 703 Iran Evaluated at tea research station, Fajr Lahijan

13 2013 Iran Evaluated at tea research station, Fajr Lahijan

14 2023 Iran Evaluated at tea research station, Fajr Lahijan

15 791 Iran Evaluated at tea research station, Fajr Lahijan

16 548 Iran Evaluated at tea research station, Fajr Lahijan
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Table 2. Analysis of variance for chromosomal characteristics of tea genotypes

§; Mean squares Sl o 5 Sle

F)ﬂ PR Job Jdsb Jsb S 95b S
3 @357 353035 JS b sk bS5k oS 4
3 SOV, S df. Total length of Long arm Short arm Long arm
D e chromosome length length short arm ra
4 Genotype w5 15 2.40™ 0.85™ 0.417 0.07"
4 Chromosome / genotype s s/ps555,S 224 0.47" 0.18™ 0.08™ 0.07"

j Error e 480 0.05 0.03 0.01 0.06

2 CV. (%) Sk o Ay - 9.70 12.58 13.56 18.54

f) o y3 S e Jlez] ke

*and™ : Significant at the 0.05 and 0.01 probability levels, respectively.
ns: Not- significant.
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Table 3. Mean comparison of chromosomal characteristics for tea genotypes

Slees
Characterstics
55 Ik I Jsb 33k o s
0355055 JS L sk P TS oU S« Al Skl
Genotype Total length of Long Short Long arm: Centrometric
chromosome arm length arm length short arm index
ratio
100 1.82f 1.07e 0.75f 1.45ab 0.412ab
468 2.34b-e 1.37b-d 0.97b-¢ 1.43ab 0.416ab
399 2.58a-c 1.49a-c 1.09ab 1.39ab 0.423ab
277 2.68ab 1.56ab 1.11a 1.41ab 0.419ab
581 2.48a-¢ 1.46a-d 1.01a-e 1.45ab 0.411ab
578 2.76a 1.63a 1.12a 1.48ab 0.409ab
2021 2.52a-d 1.48a-c 1.03a-d 1.44ab 0.411ab
416 2.21de 1.26de 0.95¢c-e 1.35b 0.429a
591 2.25c-e 1.32cd 0.92c-e 1.45ab 0.413ab
440 2.44a-¢ 1.40b-d 1.04a-d 1.37ab 0.425ab
444 2.24de 1.29¢cd 0.94c-e 1.37ab 0.424ab
703 2.41b-e 1.43a-d 0.97b-e 1.49a 0.404b
2013 2.50a-d 1.44a-d 1.05a-c 1.39ab 0.422ab
2023 2.49a-d 1.44a-d 1.05a-d 1.39ab 0.421ab
791 2.18de 1.27cd 0.91de 1.40ab 0.419ab
548 2.15¢ 1.25de 0.89¢ 1.41ab 0.417ab

Dl me Spls dp y3 0 JL&:—‘CL_MJ:QSSBL;\A_;AI:.L;?Q}_»)'Tu.v\_.al}_zQ}‘_..:JAJ:éfj:.i.»g)fg;\)hco}:.»ﬁ)>%§u;n§3l:n

INRIRY

Means, in each column, followed by similar letter are not significantly different at the 5% probability

level- using Duncan's Multiple Rang Test.
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Table 4. Karyotype features and symmetry measurement parameters in tea genotypes

oS5 Loy als S dsb Ak b cs e Jsb oy Sl s DB S Osps ol e ol o)lsals 308 se b
UK aidsk (s S esiss S S wesisn S psisnS AN paisesS saisk g LT BT S
Genotype TF DRL TL L:S S 2n LP SCC Ay A, sat FK
(%) (%) (pum) (%0)

100 41.20 3.39 27.44 1.70 59 30 2X 2A 0.29 0.11 - [2m+3sm

468 41.70 3.91 35.24 1.90 52 30 2X 2A 0.28 0.15 - 13m+2sm
399 42.29 4.08 38.74 1.92 52 30 2X 2A 0.26 0.16 - 13m+2sm

277 41.71 4.65 40.27 2.06 49 30 2X 2B 0.27 0.17 2 1 Im+1m%4-2sm+1sm*
581 41.00 3.90 37.24 1.84 54 30 2X 1A 0.27 0.19 2 1 Im+1m%4-2sm+1sm*
578 40.70 4.07 41.44 1.89 53 30 2X 2A 0.29 0.40 - 12m+3sm

2021 41.08 4.23 37.92 1.93 52 45 3X 2A 0.30 0.47 - 12m+3sm

416 42.96 4.35 33.19 1.95 51 30 2X 2A 0.24 0.36 - 13m+2sm
591 41.20 3.70 33.75 1.77 56 30 2X 2A 0.29 0.34 - 12m+3sm

440 42.52 3.93 36.73 1.80 57 30 2X 2A 0.25 0.25 - 13m+2sm

444 42.40 4.36 34.26 2.04 49 30 2X 1B 0.25 0.41 - 14m+1sm
703 40.39 3.78 36.16 1.80 55 30 2X 2A 0.31 0.35 - 11m+4sm

2013 42.10 3.91 37.54 1.86 54 30 2X 2A 0.26 0.38 - 13m+2sm

2023 42.06 3.80 37.47 1.80 55 30 2X 1A 0.26 0.36 - 13m+2sm
791 41.64 3.75 32.84 1.79 56 30 2X 1A 0.27 0.36 - 14m+1sm
548 41.65 3.94 32.28 1.95 51 30 2X 1A 0.28 0.34 - 13m+2sm

TF= Total form; DRL= Ran%e of relative langth; TL= Total length of chromosome; L:S= Length of longest to shortest chromosome; S= Percentage of relative length of shortest chromosome; 2n=
Chromosome number; PL= Ploidy level; SSC= Srebbins symetry class; Ai= Intrachromosomal asymmetry; A>= Interchromosomal asymmetry; Sat= Satellite; KF= Karyotype formula
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Table 5. Eign value, percentage of variance and coefficient of eign value in the first and
second components
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Centromeric index Sl jasls -0.24 0.61
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Cumulative variance percentage e bl oy 54.83 99.59
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