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Table 1. Name of linked primers with some almond important traits in SSR analysis with their sequences

s, Sl e LS L Sl Jig Cad ko Joes 5l alsls
SEREES
No.  Primer type Candidate Sequence Linked trail Distance from
band controlling
gene
F: TCGACAGCTTGATCTTGACC . e
JSE
1 SSR BPPCT002 R-CAATGCCTACGGAGATAAAAGAC Flowering & 24cM
F:TCATTGCTCGTCATCAGC . )
Sy sle
2 SSR BPPCT007 R: CAGATTTCTGAAGTTAGCGGTA Growth habit Gy O3 21cM
F:TCATTGCTCGTCATCAGC . o
3 SSR BPPCT007 R: CAGATTTCTGAAGTTAGCGGTA Nut width 520 o2 25¢cM
F:-TCATTGCTCGTCATCAGC . Sov o 25¢cM
° S Cwles
4 SSR BPPCTO07 k. CAGATTTCTGAAGTTAGCGGTA ~ Tutdiameter s
F.TCATTGCTCGTCATCAGC . ..
5 SSR BPPCTO007 R: CAGATTTCTGAAGTTAGCGGTA Kernel width PP 2cM
F:GAGCTCTCACGCATTAGTTT . e
JS
6 SSR CPPCTO008 RTTTGACTGCATAACAAAACG Flowering BB o 0cM
F:-TTCAGCTCATCTAGTTTCATCACC . e
Ky
7 SSR EPPCU2584 R-CACGGTTCGAACAACATCTG Flowering S R 37cM
F:CTGGCTTACAACTCGCAAGC . )
Sy sle
8 SSR UDP97403 R-CGTCGACCAACTGAGACTCA Growth habit Gl O 4cM
F:CTGGCTTACAACTCGCAAGC . o
9 SSR UDP97403 R-CGTCGACCAACTGAGACTCA Nut width 520 o2 OcM
F:CTGGCTTACAACTCGCAAGC . oon S Al
10 SSR UDP97403 R-CGTCGACCAACTGAGACTCA Nut diameter 50 0cM
11 SSR UDP97403 F:CTGGCTTACAACTCGCAAGC Kernel width e P 0cM

R:CGTCGACCAACTGAGACTCA

AV
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Table 2. Simple sequence repeat (SSR) markers used for detection of genetics controlling flowering time in almond

Sl o5 SSSR ol iSO sl IS s OGSl g =

SSR primer group  Sequenced sited No.  Polymorphic sites No. Fruit Reference
BPPCT 32 12 Peach sl Dirlewanger et al. (2002, 2004)
CPDCT 4 3 Almond sl Mnejja et al. (2005)
CPPCT 18 8 Peach s Aranzana et al. (2003)
EPDCU 3 3 Almond NE GDR!
EPPCU 2 2 Peach J» GDR'
MA 1 1 Peach s Yamamoto et al. (2002)
PceGA 1 1 Sweet cherry )& Downey and Iezzoni (2000)
pchcms 1 1 Peach ss  Sosinski et al. (2000)
pchgms 1 1 Peach s Sosinski et al. (2000)
PMS 1 1 Sweet cherry )& Cantini etal. (2001)
PS 1 1 Sweet cherry & Sosinski et al. (2000)
Tpscp 5 0 Plum 47 Ohtaetal. (2005)
UDA 2 2 Almond st Testolin et al. (2004)
UDP 14 10 Peach ss  Cipriani etal. (1999)
UDP 6 5 Peach sa Testolin et al. (2000)
Total 92 51 - - -

"GDR, Genome data base for Rosaceae (http://www.rosaceae.org.peach.genome)

ANY

MY



PN DAPCN PN INK <

30 +
k)
X

Tuono

20 A

15 -
10
‘a1 1
A EEEEERE
1 2 9

Flowering time in descendants &zl o Ao b

Sl
Frequency (%)
1Y 39 0L

Shahrood-12

A ¢SS 53V ¢ 8 50 Lo o ¢ I8 Lo 2010 ¢ I8 Lo 2o U 555 :F ¢ S8 555 ¢ €355 s 1Y ¢ 8 555 2 )

(ﬁﬂ:.\:-jlﬁi‘\ sg}?ﬁ"u'l"'
Fig. 1. Frequency of flowering time in seedlings from the cross between ‘Tuono’(Q) % ‘Shahrood-12’(3)
in the first year (1: Extremely early; 2: Very early; 3: Early;
4: Early / intermediate; 5: Intermediate; 6: Intermediate / late; 7: Late; 8: Very late;
9: Extremely late)
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Fig. 2. Frequency of flowering time in seedlings from the cross between ‘Tuono’() x ‘Shahrood-12’(3)

in the second year (1: Extremely early; 2: Very early; 3: early; 4: Early / intermediate; 5: Intermediate; 6
Intermediate / late; 7: Late; 8: Very late; 9: Extremely late)
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Fig. 3. Position of selected phenotypic mass in seedlings from the cross between ‘Tuono’(Q) x
‘Shahrood-12’(3) with parents (1: Extremely early; 2: Very early;

3: Early; 4: Early / intermediate; 5: Intermediate; 6: Intermediate / late; 7: Late;
8: Very late; 9: Extremely late)

400 bp & & & i~
- g2 8
300 bp = 21 59w
& i - O T
E i 8 § 9 §
200 bp = L -
ke L L
100 bp

3 ol Yoobp (o, o3I 4 bl 2SS plsly 53 (AUE 15 Ol L Aty LIS L -F IS
CPPCTO08 o) sals 5 , O

Fig. 4. Candidate linked band to late flowering time in almond with 200 bp size from
CPPCTO008 microsatellite locus
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