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Identification of Molecular Markers Associated with Oleic Acid
Level in Spring Oilseed rape (Brassica napus L.)
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Fig. 1. Frequency distribution for oleic acid in the DH polulation of plants derived from
the cross between T099-5318-20 and DH12075
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Table 1. Suitable primers related to oleic acid trait in B. napus

ST S oY 5l ks edalie YT (L i) ankad 03101
Primer Sequence Visible allele derived from line ~ Fragment size (bp)

UBC 2 5' CCTGGGCTTG 3' TO99-5318-20 830

UBC 250 5' CGACAGTCCC 3' DH12075.12 750

UBC 357 5" AGGCCAAATG 3' DH12075.12 600

UBC 538 5' TGACCTCTCC 3' DH12075.12 1650

UBC 561 5' CATAACGACC 3' DH12075.12 990

UBC 707 5" CCCAACACCC 3 DH12075.12 750

Came 53 S gl dwl Slie b 45" Conlie (gla KoLt il yls 4 52w =Y Jsid

LBl (o Lo e A shla il

Table 2. Analysis of variance of suitable markers related with oleic acid

in DH population
S Sl A st Y S5 0 e ol Y ke o e
Marker  DH lines with marker present DH lines with marker absent ~ P- value R’
UBC2 74 65 <0.001 0.43
UBC 538 66 73 <0.001 0.34
UBC 561 66 72 <0.001 0.29
UBC 250 66 72 <0.001 0.28
UBC 357 67 70 0.006 0.05
UBC 707 68 70 0.009 0.04
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Fig. 2. PCR profiles produced by RAPD primers UBC 2 (a) and UBC 538 (b)
in parents and bulks
Lane 1-1 kb ladder, Lane 2- T099-5318-20, Lane 3- DH12075, Lane 4- high oleic bulk, Lane 5- low oleic
bulk, Lane 6-11- high oleic bulk constituents, Lane 12-17- low oleic bulk constituents. (Arrows indicate
the UBC 2430 and UBC 53845 fragments associated with oleic acid).
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Fig. 3. The DNA sequence of UBC 233 linked to high oleic levels

The primers designed for specific amplification are underlined.
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Fig. 4. UBC 2430 derived SCAR banding pattern on parents and bulks
Lane 1-1 kb ladder, Lane 2- T099-5318-20, Lane 3- DH12075, Lane 4- high oleic bulk,

Lane 5- low oleic bulk, Lane 6-11- high oleic bulk constituents, Lane 12-17- low oleic bulk constituents.
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Fig. 5.Brassica species comparison of the UBC 233y derived SCAR marker
Lane 1- 1 kb ladder, Lane 2- B. rapa 'Sunbeam, Lane 3- B. rapa 'TR7', Lane 4- B. nigra 'SRS 1082',
Lane 5- B. nigra 'Ni-100', Lane 6- B. oleracea '3017', Lane 7- B. oleracea '3523',

Lane 8- B. juncea 'Donskaja’, Lane 9- B. juncea ' Varuna', Lane 10- B. napus 'Range’,

Lane 11- B. napus "Westar', Lane 12- B. carinata '99-7699', Lane 13- B. carinata '30EM-15'
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