e e
VAT Gohwl £ o3led HA ale
*(Brassica napus L.) 1317 30 Sui5 £a3 2b o1 (8! g AFLP &GS 31 oalinw!

Study of Genetic Diversity in Canola (Brassica napus L.)
Using AFLP Technique
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Table 1. Morphological characteristics of cultivars used in the experiment
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No. Cultivar Origin B.F. E. F. F.P. M (cm) B.N. P/P S/P S.W. H.L Y
(days) (days) (days)  (days) (8 (%) (kgha)

1 SIm-046 Germany 193 220 27 253 166 5 104 27 3.30 23.00 3873
2 Modena Denmark 196 220 24 251 166 7 191 25 3.25 215 3963
3 Sponsor Sweden 147 173 26 234 147 6 149 20 3.07 220 4623
4 L-2 Yaguslavia 192 213 21 243 113 7 128 24 3.12 22.0 3042
5 Herald Denmark 197 219 22 250 156 5 134 23 2.84 23.0 2742
6 Hopper Denmark 197 221 24 249 169 5 177 24 2.86 245 3065
7 Colvert France 191 216 25 249 156 6 136 23 3.76 248 3109
3 Cobra Mexico 198 208 20 261 166 7 170 25 398 205 3076
9 Parade Netherlands 196 217 21 248 165 5 118 25 3.20 235 3814
10 Cyclon Canada 148 172 24 236 164 7 128 21 3.32 22.0 4300
11 Excel Canada 180 216 36 244 95 5 128 20 3.60 24.2 3169
12 Alice France 193 216 23 250 158 6 139 24 3.25 26.3 3918
13 Turner Denmark 196 220 24 251 159 6 162 20 341 235 3154
14 PAU C-61 France 197 220 23 250 153 5 119 20 2.99 235 2463
15 PF 7045, 91 Germany 179 205 26 246 143 6 149 22 3.38 20.7 2816
16 GWC Germany 192 218 26 250 160 6 166 25 3.03 20.2 2991
17 SYNI Iran 177 209 32 246 138 5 139 25 3.76 229 3786
18 Hyola-42 Canada 170 201 31 246 138 6 151 24 3188 253 4368
19 Rafacla [taly 151 166 16 236 154 5 148 25 2.07 213 4336
20 Licord Germany 194 219 25 253 166 5 131 26 3.23 20.5 2871

B.F. = Beginning of flowering M = Maturity P/P = Pod per plant H. [. = Harvest index

E.F. = End of flowering
F.P. = Flowering period

P. H. = Plant height
B. N. = Branch number

S/P = Seeds per pod
S.W. = Seeds weight

Y = Yield
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(1, 2, 3... cultivar numbers, sec Table 1)
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(1, 2, 3 ... Cultivar numbers, see Table 1)
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